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[(HE] BH AL HATA B F -1 (stromal cell-derived factor—1,SDF-1)5 I fz RI45 7 8
F (E—cadherin ) 7F B 98 X EE R B EE Y 38 T R IEWIGIRE X, A& EE 2017 4F 12
H~2018 4 6 A EMBHET o0 B BEF R 19 56 415 8 B, 75 0oR4E4% 56 Bl BIEAHL A8 E
W BRI 34 BIEER IR EL S R A RT- PCR e k2 e (o vk 2 ARG I iR 20 21 SDF-1
5 E—cadherin mRNA KRB FARRIBEN, SHE RIS BEIERFHESENXR, &R SDF-1
mRNA K& AAIEH BRI @5 Bmadl S b Rs2dias AnESHHE
Bl L (3 P<0.05) , E—cadherin mRNA FE L IEH BRI @52 H2 Bmaguh Rk 2
AL AR 25 R iR L (38 P<0.05) , E—cadherin mRNA FIEE [ 78 55 8% bk B85 v B R A
FHBAL, ZRAGHE X (3 P<0.05), BIEHAZIH SDF-1 E-cadherin mRNA FIZE [ 1)Kk 7K
-5 bR A AR AR B R VR EE TNM 40301 Kk A5 B B s D AH G (4 P<0.05), 7 mRNA FIZE FK
F, B2 SDF-1 5 E-cadherin (9335 #2140 3¢ (r=-0.441 ,r=-0.833, P<0.01) ; 5 B itk B2 25
o SDF-1 5 E-cadherin K5 A (7=0.617 .r= 0.451,P<0.01), £ SDF-1 /KA E-
cadherin Z35 F B RIRS S T BBMWELELRRE ., #ELB SR, SDF-1 W igE T L E-
cadherin B9 25 E U 5 908 bR B2 S5 55 RE LB A
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Significance of expression of SDF—-1 and E—cadherin in gastric carcinoma and metastatic lymph nodes
LIU Xiao —hui’, HE Man -man?, ZHANG Wei', FENG Yun —zhang', LI Jing'. 1.Departiment 2 of General
Surgery, Handan Ceniral Hospital,Hebei Province Handan,056001 ;2.Depariment of Anesthesiology, Handan
Central Hospital, Hebei Province Handan,056001, P.R.China

[Abstract]  Objective To detect the expression of stromal cell-derived factor—1 (SDF-1) and E-
cadherin in gastric cancer and metastatic lymph nodes,and then explore the clinical significance of their ex-
pression. Methods 56 cases of gastric cancer undergoing operation in Handan Central Hospital from de-
cember 2017 to june 2018 were collected, including 56 specimens of gastric cancer, gastric mucosa adjacent
to cancer, gastric normal mucosa and 34 specimens of metastatic lymph nodes. RT-PCR and Immunohisto-
chemistry were performed in these tissues for the mRNA and protien expression of SDF-1 and E-cadherin.
Results The mRNA and protein expression of SDF-1 obviously increased in gastric normal mucosa, gastric
mucosa adjacent to cancer,gastric cancer and metastatic lymph nodes by turns, the difference among these
groups was significant (all P<0.05). The mRNA and protein expression of E—cadherin obviously decreased in
gastric normal mucosa,gastric mucosa adjacent to cancer and gastric cancer by turns, the difference among
these groups was significant (all P<0.05). The mRNA and protein expression of E—cadherin in metastatic
lymph nodes were higher than that in gastric carcinoma (all P<0.05). The expression of SDF-1 and E-cad-
herin in gastric cancer on mRNA and protein levels were significantly correlated with tumor differentiation,
depth of invasion, TNM stages and lymphatic metatasis (all P<0.05). The expression of SDF-1 and E-cad-

herin was negatively correlated in gastric cancer tissues on mRNA and protein levels (r=-0.441,-0.833, P<

FEATH WAL F AR A EWH (172777201)
WM XNE | FIRE  E-mail : liuhui-10@163.com



G AR IR 25 (B IR0 92019 4F 3 A5 114 %9 1 1 J Dig Oncol (Electronic Version) , March 2019, Vol 11, No.l 35

0.05). The expression of SDF-1 and E—cadherin was positively correlated in metastatic lymph nodes tissues

on mRNA and protein levels(r=0.617 ,0.451, P<0.01). Conclusions The high expression of SDF-1 and the

down—-regulation or deletion of E—cadherin expression are involved in the occurrence, development, invasion

and metastasis of gastric cancer. SDF—1 may promote the formation of lymph node metastasis in gastric can-

cer by up-regulating the expression of E-cadherin.

[Key words] SDF-1; E-cadherin; Gastric cancer;
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cadherin 2 [0 7] BE A7 76 S Fh 67 S 5 )8 75 ,{E B e
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.12 FZEH RPN SDF-1 Z i EHURIY
H 2 E SIGMA A/, TAEMEE . 1:50, BITA E-
cadherin HL 5L EHLAN H 2L [E Santa Cruz A F], T
VE ¥ BE .1:100, Trizol Reagent .SDF -1 5% E-
cadherin 513414 H 35 Invitrogen 24 7], cDNA &
R A H 22 [F Fermentas 2y H) . SP 42
fh2g g @ik & DAB W [ b s b A &4
HEYFH R F . EDTA .DNA Marker I, DEPC Y1
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1.2.1 RT-PCR i SDF-1 5 E-cadherin mRNA
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WL, LS FHEE I AR ASCIN i B A A 00 4
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SR {1 3 A 0 R S ) 0 e R A A5 A I H AR Y
B2 25 (¥ P<0.05) ;5 B4 LI 5%
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0.05); ¥Rk 459 E-cadherin & FH FHPE X
RN T6.47%(26/34) , B3 F T B 4141 (P<0.05)
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< 60 36 0.399+0.104 10 26
=60 20 0.467+0.127 7 13
Jigga A /I 1.546 0.149 2.541 0.111
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/&S5 4k 33 0.386+0.117 4 29
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