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Expression and clinical significance of long non —coding RNA uc003 ykw.1 in hepatocellular carcinoma
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[Abstract] Objective To test the expression of long non—coding RNA uc003 ykw.1 (IncRNA-uc003
ykw.1) in hepatocellular carcinoma (HCC) and investigate its influence on prognosis. Metheds Quantitive
realtime PCR (qRT-PCR) was used to detect the expression of IncRNA—-uc003 ykw.1 in 74 pairs of hepato-
cellular carcinoma tissues and adjacent tissues,which were divided into high expression group and low expres-
sion group.The relationship between IncRNA —uc003 ykw.1 and clinical characteristics was analyzed.Kaplan—
Meier curve was performed to predict clinical prognosis.The univariete and multivariate analysis were carried
out by COX hazard model. Results The expression of IncRNA —uc003 ykw.1 in hepatocellular carcinoma
tissues was signicicantly lower than that of the adjacent tissues (P<0.05),and it was related with maximum
diameter and early recurrence (P<0.05),COX hazard model showed that the low expression of IncRNA —
uc003 ykw.1 was an independent poor prognostic factor for HCC patients. Conclusion IncRNA-uc003 ykw.
1 is expected to be an important marker to predict the prognosis of HCC.
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AFP 2.259(1.134-4.501) 0.020 2.131(1.178-3.854) 0.012
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