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[Abstract] Early diagnosis for tumor is one of the most important methods to improve the prognosis of
cancer. At present, imaging, endoscopy and tumor markers are mainly used for early screening of tumors.
However, the sensitivity of early detection of tumors is still not optimal. Liquid biopsies is a new technique for
tumor in vitro diagnosis or other physiological status by collected humours (such as blood, saliva, sweat, fe-
ces, urine and secretions ), which can represent the location of the disease. At present, the common detection
items include circulating tumor cell (CTCs), circulating tumor DNA  (ctDNA ) and tumor cell-derived ex-
ocrine (TEXs). Liquid biopsy is highly sensitive to the detection of very small amounts of tumor—derived nu-
cleic acids and other markers by high —throughput sequencing and polymerase chain reaction (PCR),there-
fore, it can be used for early and ultra—early screening of tumors. Most liquid biopsies are blood samples,
which are easy to achieve simultaneous coverage of multiple tumors, thus greatly improving the efficiency of
early screening and being cost effective. At the same time, liquid biopsy has the advantages of non-invasive,
reproducible and easy to obtain samples. Therefore, liquid biopsy is expected to improve the early detection
rate of tumors in asymptomatic high—risk population, help clinicians to grasp the optimal time for treatment of
tumors, and effective —ly improve the survival rate of patients in tumor treatment.

[Key words] Liquid biopsy; Tumor markers; Early screening; CTCs; c¢tDNA; Exosome;
High—throughput sequencing; PCR
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TS 16T, W Bl 480 Je 38 il 78 7 & kb 30T | DL S A AR
BRI

2.1 WEEKESSEEBREARG ZHEWEEEBhEP
UL B G R AT R R AN B BT R 9.889% , 1 JE
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ELISA 3B A K EBV VCA/IgA F1 EBNA1 /IgA Fi {4 i
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RE

WA KEOAR H AT IE 4R T A R 2 v KA
IR AN T 2 Ok WRATE KR AE R AR IR AT B b A6
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TR AR BAT T BRI L AT LATR] 0 268 R H 23 iR 247
i 5, DRI e A i BRSO ) R R AR
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), S AR A AT REHAT R J7 1] . MAR I E AR 26T
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SR FA I 2 TR AT O A I A e R A 0 S
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A 2 5 300 e 11 R A S Y B o Ak T K i IR
BUE BB o FH L0 A VAT A b T R S S,
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