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[Abstract] Objective To provide a theoretical basis for immunotherapy and prognosis prediction of
pancreatic adenocarcinoma (PAAD), we explored the immune microenvironment characteristics of stage I B
PAAD. Methods The transcriptome data of stage II B PAAD patients were downloaded from The Cancer
Genome Atlas (TTGA) and Gene Expression Omnibus database (GEO), and the R software was used to
identify the immune subtype. Then the characteristics of different immune microenvironments were compared,
including immune subtypes, expressed genes and the interaction between immune cells and checkpoint genes.
We used immune cells and checkpoint gene risk scores to evaluate the prognosis of patients with stage I B
PAAD patients, and verified with independent data sets. Results We identified 3 immune subtypes (M1~
M3), showing different immune responses, representing different immune microenvironments. The 3 subtypes
were significantly different in terms of specific immune characteristics. In additional, 12 genes were identified
related to M2 subtype (the worst prognosis subtype ) in the microenvironment. More importantly, the interactions
between immune cells and checkpoint genes in M1 subtype (the best prognosis subtype) and M2 subtype were
different, and the interaction coefficient was higher in M1 subtype than M2 subtype. CD47, ICOS and LAG3
were at the center of the network, and the intensity of interaction was different in different immune subtypes.
Conclusion  The dysfunction of immune cells and checkpoint genes can lead to changes in immune
microenvironment, thereby affecting the prognosis of patients with PAAD.
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