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[ Abstract Objective  To explore the dominant flora and its distribution characteristics affecting
chronic constipation. Methods Sequence—specific 16S TDNA detection was employed to detect the difference
of intestinal flora between 23 patients with chronic constipation (CC) and 23 health controls (HCs). Ascend-
ing and descending colon mucosal tissues were taken and transferred to a —80°C refrigerator for preservation.
Results  The proportion of the top 10 dominant bacteria in the HCs was higher than that in patients with CC.
Among them, the flora distribution of ascending colon and descending colon in the HCs was similar, while the
Snodgrassella flora was richer in descending colon (0.012 936% ) than in ascending colon (0.000 001%) of
the patients with CC. The intestinal flora distribution was most concentrated in ascending colon of HCs, while
the intestinal flora distribution was most dispersed in in ascending colon of patients with CC. Referred to the
bacterial colonies, it was similar in the patients with CCs and very different in HCs. The similarities of the
bacterial colonies between the health group and the constipation group were not high. There was no significant
difference in the bacterial complexity between the HCs and the patients with CC. Conclusion The
abundance of intestinal mucosal flora in patients with CC was decreased, and the composition of intestinal
mucosal flora was significantly different from that of HCs. The principal manifestation was reduction of
proteobacteria and enterobacteria, and increase of bacteroides. The pathogenic mechanism may be the change
of microbial metabolites (omics) caused by intestinal flora imbalance.
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