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[Abstract] Objective To investigate the expression of HOXCI10 in gastric cancer cells and its
effects on cell proliferation and metastasis. Method The HOXC10 mRNA levels in human gastric cancer
tissues and tumor adjacent normal tissues were detected by RT—PCR assay. The mRNA and protein levels of
HOXC10 in human gastric cancer cell lines BGC823, SGC7901 and human normal gastric mucosa epithelial
cells GES—1 were measured by RT-PCR and Western blot analysis. Human gastric cancer cell BGC823 were
transfected with HOXC10 siRNA and NC siRNA, then subjected to proliferation, colony formation and
invasion function studies via CCK-8, cell clone formation and transwell invasion assay, respectively. Western
blot assay was used to determine the changes of EMT proteins in BGC823 cells after HOXC10 siRNA
transfection. Nude mice xenografts and lung metastasis models were used to test the effects of HOXC10
siRNA on tumor growth and lung metastatic foci formation of BGC823 cells. Results The HOXC10 mRNA
levels in human gastric cancer tissues were significantly higher than tumor adjacent normal tissues. The
HOXC10 mRNA and protein levels in BGC823 and SGC7901 were conspicuously upregulated compared with
GSE-1. The cell proliferation rate, colony formation and invasion capacities were remarkedly attenuated in
HOXC10 siRNA —transfected BGC823 cells. HOXC10 siRNA —transfected BGC823 cells showed downregula-
tion in mRNA and protein levels of vimentin and MMP -9, while E —cadherin showed upregulation. The

changes of proliferation, colony formation, invasion ability and mRNA and protein levels in BGC823
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transfected with HOXC10 plasmid revealed crosscurrent compared with HOXC10 siRNA transfection.

HOXC10 siRNA significantly suppressed BGC823 xenografts tumor growth and inhibited the formation of lung

melastatic foci. Conclusion
and a potential therapeutic target.
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HOXC10 may be a promising biomarker of gastric cancer diagnosis, prognosis
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