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[Abstract] Objective To detect four single nucleotide polymorphisms (SNP) of X-ray repair cross
complementing groupl (XRCCI) in the patients with esophageal squamous cell cancer (ESCC), and learn
the distribution of genotypes of four SNPs among the patients with ESCC. To study the relationship between
four SNPs of XRCCI and the sensitivity of radio therapy for the patients with ESCC for clinical history diag-
nosis. Method The DNA was extracted the whole blood from 175 cases ESCC patients.The complete XRCC1
gene sequence was amplified with three pairs of primers, and then sequenced in Invitrogen Biotechnology Co.
Ltd. The BLAST 2.0 software online were used to analyze and identify mismatches. To analysis the relation-
ship between four SNPs of XRCCI and the effectiveness of radio sensitivity by connecting the result of radio
therapy. Results 112 complete XRCCI genes were successfully amplified and sequenced in 175 cases of in
the patients with ESCC. The response rate of radiotherapy is 84.8% among 112 cases. The distribution of
genotypes of the SNPs among the radiosensitive and radio—resistant in the sensitivity of radio therapy for the
patients with ESCC, genotype frequency with and without variation of the four SNPs in XRCCI genes was
statistic different (y*=4.389, P=0.036). Among the different genotype group, only group with mutation of
G28152A has statistic different sensitivity to the radiotherapy for ESCC, compared with group with no mutations
of the four SNP in XRCCI gene (x*=4.014, P=0.045),and all of the groups containing the fourth mutatio of

G28152A has statistic different sensitivity to compared with group with no mutations of the four SNP in
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XRCCI gene(x*=4.451, P=0.035). Conclusion The polymorphism of four SNPs of XRCCI are associated
with the sensitivity of radio therapy for the patients with ESCC. The fourth SNP is the gene type of sensitivity

of radio therapy and predictive ability.
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