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Identification of key genes associated with precancerous lesions of gastric cancer by bioinformatics
analysis
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[ Abstract ) Objective  To explore the differential genes of precancerous lesions of gastric cancer
(PLGC) patients and predict the potential therapeutic targets of PLGC by bioinformatics analysis. Methods ~ Two
microarray data (GSE55696 and GSE130823) GEO database were selected to screen the differentially expressed
genes (DEGs) by using GEO2R online analysis tool, the cut—off criteria of DEGs were llog2 FCI >1 and
adjusted value <0.05; Then the GO and KEGG pathway enrichment analysis of DEGs were performed using
the DAVID database. The PPl network of DEGs was constructed using the STRING database, which was
imported into Cytoscape for network analysis and module analysis; and core DEGs were analyzed using
Kaplan Meier Plotter, GEPIA and HPA databases. Results A total of 273 differentially expressed genes
were screened including 74 up-regulated genes and 199 down-regulated genes. These genes were mainly
involved in gastric acid secretion, leukocyte trans endothelial migration, glyceride metabolism, cell adhesion
molecules, PI3K—-Akt signaling pathway and glycolysis / gluconeogenesis pathway, it was found that 4 risky
genes (EFNA3, PPP2R3A, THBS2), EPOR and 5 protected genes (CCND2, MYB, OSM, ITGBS and PIK3R3).
The overexpression of EFNA3, ITGBS, PIK3R3, PCK1 and THBS2 was found in cytoplasmic/membranous.
Conclusion EFNA3, PPP2R3A, THBS2 and EPOR in PI3K —Akt pathway may be risk genes for PLGC,
while CCND2, MYB, OSM, ITGBS and PIK3R3 may be protective genes for PLGC.
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