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Matrix Gla protein promotes the development of gastric cancer by regulating the expression of apop-
tosis—related proteins
Wang Mizhu, Meng Xianmei, Dang Tong"
Department of Gastroenterology, the Second Affiliated Hospital of Baotou Medical College, Inner Mongolia U-
niversity of Science and Technology, Baotou 014030, Inner Mongolia, China

[Abstract] Objective To explore the role of the matrix Gla protein (MGP) in the pathogenesis of
gastric cancer. Methods The expression of MGP in 71 tissues and adjacent normal tissues of gastric cancer
was detected by immunohistochemical method and two independent gastric cancer data sets in GEO database
were used to analyze MGP gene expression. With two human gastric cancer cell lines (BGC—-823, AGS) as the
research objects, after using siRNA plasmid to low—expression of MGP, the effects of MGP knockdown on
the proliferation, colony formation capacity and apoptosis of gastric cancer cells were detected by a Series of
functional experiments about MGP was finished, such as the MTS experiment, the Flat—plate colony formation
experiments and the flow cytometry. Western blot tested the effect of MGP low—expression/overexpression on
apoptosis—related proteins in gastric cancer cells. Results MGP was expressed significantly higher in gastric
cancer tissues than in adjacent normal tissues (P<0.001) and was confirmed by an analysis of two online
datasets. MGP knockdown inhibits BGC -823, AGS proliferation and colony formation in gastric cancer cells
(P<0.01) and MGP knockdown promotes BGC-823, AGS apoptosis in gastric cancer cells (P<0.05). When
MGP was knocked down, the expression level of anti—apoptotic protein in BGC-823 and AGS in gastric cancer

cells was significantly lowered, however, the expression level of apoptotic protein Cleaved PARP, Caspase3,

EEWH, NEHEAX ARBIFIESTHE B (2019MS08054) ; N5 A A X T/ @ B R 1F 38 B
(202201441)

H—EE . ERA, FAEEM  EEE A | E-mail:wangmizhu2008@163.com

THAEIEH 31, E-mail:dtong999@sina.com



256 GHEA IR 2 35 (R FIR) 92021 4F 12 A% 13 % %6 4 8] ] Dig Oncol (Electronic Version), December 2021, Vol 13, No.4

Bax was increased significantly. With MGP overexpression, BCL-2, cyclin D1 in gastric cancer cell AGS, how-

ever the expression level of Cleaved PARP, Caspase3 and Bax was significantly reduced. Conclusion MGP

participates in the occurrence and development of gastric cancer by regulating the expression of apoptotic

proteins in gastric cancer cells, promoting the growth and inhibiting the apoptosis of gastric cancer cells.
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