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[Abstract] As a new kind of RNA, circular RNAs (circRNAs) are endogenous non—coding RNA, which
have the characteristics of universality, stability, conservatism and specificity, and can play a biological role
through a variety of mechanisms. The study found that circRNAs play an important role in the development
of colorectal cancer (CRC). With the rapid development of high —throughput sequencing technology and
proteomics, people have discovered that circRNAs can be translated into proteins, whose function is closely
related to the occurrence and development of human diseases. Thus, in this review, we systematically summarize

the biogenesis, features and biological functions of circRNAs, and highlight the translation initiation mecha-

nism of circRNAs and the role of circRNAs in CRC through translation mechanism.
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